Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.003 Å; R factor = 0.052; wR factor = 0.147; data-to-parameter ratio = 12.1.
In the title compound, C 13 H 12 N 4 O 2 , all the non-H atoms lie on a crystallographic mirror plane and an intramolecular N-HÁ Á ÁN hydrogen bond generates an S(5) ring; the conformation about the imine bond [1.280 (3) Å ] is E. In the crystal, molecules assemble into a two-dimensional array via C-HÁ Á ÁO(carbonyl) and C-HÁ Á ÁN(pyrazine) contacts. Layers stack along the b-axis direction via weak -interactions between pyrazine rings [ring centroid distance = 3.8028 (8) Å ].
Related literature
For background to the anti-mycobacterial activity of pyrazinamide derivatives, see: Chaisson et al. (2002) ; Gordin et al. (2000) ; de Souza (2006) ; Pinheiro et al. (2007) . For related structures of pyrazinecarbonylhydrazones, see: Baddeley et al. (2009) ; Howie et al. (2010a,b) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x þ 1; y; z; (ii) x À 1; y; z À 1.
Data collection: COLLECT (Hooft, 1998 ); cell refinement: DENZO (Otwinowski & Minor, 1997) and COLLECT; data reduction: DENZO and COLLECT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) , DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: PLATON (Spek, 2009) and publCIF (Westrip, 2010) .
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Comment
Pyrazinamide has well known anti-mycobacterial activity and it is the one of the most important drugs used in tuberculosis treatment (Chaisson et al., 2002; Gordin et al., 2000; de Souza, 2006) . Various derivatives have been prepared and their anti-tuberculosis properties studied (Pinheiro et al., 2007) . Among the reported crystal structures of pyrazinamide derivatives are those of pyrazinecarbonylhydrazones (Baddeley et al., 2009; Howie et al. 2010a Howie et al. , 2010b . In continuation of previous work, we now wish to report on the crystal structure of the title compound, (I). 
Experimental
Solutions of 2-pyrazinehydrazide (0.72 mmol) in water (10 ml), and 2-methoxybenzaldehyde (0.79 mmol) in ethanol (10 ml) were mixed and the reaction mixture was stirred at ambient temperature, until TLC indicated reaction was complete. The solvent was removed under reduced pressure and the residue was washed with cold diethyl ether (30 ml) and recrystallized from ethanol to yield colourless plates of (I 160.5, 148.8, 148.2, 144.7, 144.4, 143.7, 133.5, 133.2, 132.2, 128.4, 127.8, 124.1, 55.4 .
Refinement
The C-bound H atoms were geometrically placed (C-H = 0.95-0.98 Å) and refined as riding with U iso (H) = 1.2-1.5U eq (C).
The N-bound atom was refined with N-H = 0.88±0.01 Å, and with U iso (H) = 1.2U eq (N). One reflection, i.e. (011), was omitted from the final refinement owing to poor agreement.
sup-2 Figures   Fig. 1 . The molecular structure of (I) showing displacement ellipsoids at the 50% probability level. Fig. 2 . View of the supramolecular array in the ac plane in the crystal structure of (I). The C-H···O and C-H···N contacts are shown as orange and blue dashed lines, respectively. 
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